Participant survey

2. Rank the following pathway types by relevance to your work:

e rd::t Somewhat Very Extremely | Response
ant relevant relevant | relevant | Average
Metabolic pathways | 0% (0] 0% (0] 18% (3) | 35% (&) | 47% (8) 4.29
Signal Transduction pathways 5% (1) 0% (0] 5% (1) 26% (3) | 63049 (12) 4.42
Genetic Regulatory Networks 0% (0] 6% (1) 17% (2) 23% (6) 4404 (8) 4,17
Meolecular Interaction Networks 60 (1) 0% (0] 532040 (9) 600 (1) 25% (&) 2.65
Genetic Interaction Networkes | 11% (2) | 6% (1) | 2000 (7) | 2205 (4] | 22% (4) 3.320
Other (describe below) | 4304 (3) 0% (0] 148 (1) 0% (0] 4304 (3] 2.00
Total Respondents 20
(skipped this guestion) o
3. How do you plan to use BioPAX in your own work? Select all that apply.
Response | Response
Percent Total
Data exchange | | 90% 18
Data integration | B0% 16
Developing Semani veb | g o | 2
Inferance and graph queries | | — 40% 8
Modeling and simulation | | — 25% 5
Publishing pathway data | 40%0 8
@ Other (please specify] | — 15% 3
Total Respondents 20
[{skipped this question) 0




Participant survey

4. If you are a data provider, what is the lowest BioPAX level (completed or planned)
that captures the bulk of your data?

Response | Response
Percent Total

Lavel 1 (g 5.6% 1
Level 2 | 22.2% 4
Level 2 | 16.7% =
Level 4+ | N 11.1% 2
unsure | I 33.3% 6
w/a | 11.1% z
Total Respondents 18
(skipped this gquestion) 2

7. How much introductory material on BioPAX would you like to see at the meeting?
{Documentation available here: Level 1; Level 2)

Response | Response
Percent Total
Mo introduction | g 5.3% i
Brief review of Level 1 and Level
| .
2 draft (< 45 min) RSl .
Brief review of Level 1, detailed
review of Level 2 draft (45 min - | 26.8% 7
1.5 hours)
Detailed review of Level 1 and
Level 2 draft (> 1.5 hours) — SR =
Total Respondents 19
(skipped this gquestion) 1




Participant survey

6. Which BioPAX ontology features are you interested in discussing during the meeting?

Mo opinion | . Hot _S-EI‘I'IE'II'hiIt _ Very _EH":FEI‘I‘IE""" Response
interested | interested |interested | interested | Average
Ganeatic regulation | 17% (3] 0% (0] 2004 (7) 28% (5] 17% (3] 3.28
Protein degradation | 12% (2] 18% (3] 41%% (7] 2450 (4] 6% (1) 2.94
Transcription and translation | 17% (3] 6% (1] 17% (3] 3994 (7) 22% (4] 3.44
States of physical entities 6% (1) 6% (1) 2904 (3] 2004 (5] 29%% [(3) 3.71
Genetic interactions | 17% (2) | 6% (1) | 449 (8) | 22% (4) | 11% (2) 2.06
Hierarchical & black-box pathways 6% (1] 0% (0] 2904 (7] 22% (4] 33% (8] 3.78
e EKPE;LEZT_EE' 6% (1) 0% (0) | S50%9e(9) | 23% (s) | 11% (2) 3.44
Generic physical entities | 18% (3] 6% (1) 24% (4] 2994 (5) 2450 (4 3.35
Data provenance 0% (0] 11% (2] | 569 (10) | 28% (3] 6% (1] 3.28
Integrating external ontologias 0% (0] 6% (1] 28% (3] 2004 (7) 28% (5) 3.80
Other (describe below) | 50040 (2) 0% (0] 25% (1) 0% (0] 25% (1) 2.50
Total Respondents 19
[skipped this question) 1




Non-participant survey

2. Eanl: the followvnng pathway types by relevance to your worle

No opinion Not relevant Somewhat relevant| Very relevant El?;i?:;}:y i‘::i?;;e
Ietabohc pathways 0% () 12% (1) 50% (4) 12% (1) 25% (2) 3.50
Signal Transduction pathways 0% () 12% (1) 0% () 25% (2) 62% (5) 4.38
Genetic Regulatory MNetworkes 0% () 0% () 0% () 62% (5) 38% (3 4.38
Meolecular Interaction MNetworles 0% () 0% () 38% (3 50% (4) 12% (1) 3.75
Genetic Interaction MNetworls 0% (1) 0% () 38% (3) 62% (5) 0% (1) 363
Other {describe below) 1o0%% (1) %4 () 0% () %4 () 0% () 1.00
Total Respondents 8
(skipped this question} 2
3. How do wou plan to use BioP A3 m vour own worle? Select all that apply.
Response Response
Percent Total
Data exchange | — 62 5% 3
Data inte g ation | — 87.5% 7
Developing Seman.tic Web 12 5% 1
applications
Inference and graph e s | ] 50% 4
e deling and simulation | ] 37.5% 3
Publishing pathuway data | 0% 4
Do not plan to use BioPAZ 0% ]
Other (please spenily) | E— 12.5% 1
Total Respondents 8
{skipped this question) 2




Non-participant survey

4 Tfyou are a data prowvider, what iz the lowest BioP AT level (completed or planned) that captures the bulk of your data”

Response | Response
Percent Total

Level 1| 16.7% 1
Level 2 | e 16.7% 1
Level 3 | 16.7% 1
Lewvel 4+ (1% 0
Tnsure | S 16.7% 1
N A | 33.3% 2
Total Respondents [
(skipped this question) 4




Non-participant survey

5. Which of the following are you most mterested m BioP AT covenng?

No opinion Not interested !_iumewhat Very interested ].Exu‘emely ELERE)
mterested mterested Average
(Genetic regulation 0% () 0% () 38% (3) 38% (3) 25%0 (2 3.88
Protem degradation 0% () 25%0 (2 T5%% (6) 0% () 0% (0 2.75
Transcription and translation 0% () 12% (13 50% (4) 12% (1} 25%0 (20 3.50
States of physical entities 0% {1 0% {0 38% (3) 25%0 (2 38% (3) 4.00
Genetic interactions 0% () 0% () 50% (4) 50% (4) 0% () 3.50
Hierarchical & black-box 0 o .
38% (3 ; E S
pathways 12% (1} 0% () 8% (3) 2590 (2 25%0 (20 3.50
Confidence & experimental o o o “104 (= o
evidence 0% () 0% (0} 14% (1) 1% (5) 14% (1) 4.00
Genenc physical entites 29%% (2) 14% (1) 29% (2) 14% (1) 14% (1) 2.71
Data provenance 299 (2 0% () 14% (1) 43% (3) 14% (1) 3.14
Integrating external ontologes 12% (1) 0% () 259%5 (2) S0% (4) 12% (1) 3.50
Other {describe below) 0% () 1o0%o (1) 0% () 0% () 0% () 1.00
Total Respondents 9
{skipped this question}) 1




